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Abstract

Living organisms commonly harbour endosymbiotic bacteria within their cells, which can have a
significant impact on the host's biology and evolution. Among these endosymbionts, Wolbachia and
Rickettsia have been identified as widespread bacteria that associate with various eukaryotic hosts, including
invertebrates such as insects. However, our understanding of the distribution and transmission of these
endosymbionts among different insect species remains inadequate. Therefore, this research aims to conduct
a preliminary survey to investigate the prevalence of the both endosymbiotic bacteria in insect populations
in Nakhon Pathom province. The screening was performed using PCR assays with specific DNA primers for
both Wolbachia and Rickettsia. The observation of 113 insect individuals, representing 4 insect orders, i.e.,
Hymenoptera, Lepidoptera, Coleoptera and Diptera, and classified as 20 species. Four species were found
to be positive for Wolbachia, i.e., Monomorium sp., Leptosia nina, Junonia lemonias and Megaselia scalaris.
However, Rickettsia was detected in Culex sp. and M. scalaris. The findings from this research will be used
for further investigations into the strain-level of Wolbachia and Rickettsia, to better understand the
evolutionary relationships of these endosymbiotic bacteria. Additionally, these results may provide basic
knowledge for narrowing down a particular insect group to study the distribution of endosymbiotic bacteria

that are more specific to certain insect taxa.
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inenu Inetadumaniiinagnunisunsnsyanevessawatesiafduleadliiu endosymbionts 1anil
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FuunasinuiiufidrsadeBnsuomuuuiiug (visual encounter survey) warduldaislauuusaameguiens
137 (random sweep) wioo1afin1sldfudnuuas thsegrmwesuuamuadniiivlésnuaninlu 95% EtOH e
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M13°99 1 Yayadduiuaves primers i14 9 Allun1533eATd Taen159in PCR w4 primers sauynayldaniiz
wazaamgiluwiasduneunilouiudsil initial denaturation 91 95 °C Wlwian 5 wnil, mudieufisengnld 35
cycles fall denaturation (94°C 1¥uwaan 30 3u17) annealing (Ta°C 1 Wutian 30 3un¥l) extension (72°C 1Wutian

50 3un9l) wd9aINATU 35 cycles W Aasedunou final extension 91 72°C Wulaan 7 uil

fu uazdedidin Hovaq Ta Product
Sequence (5’-3") Ref.

wWnsne primers (°C) | size (bp)

gu col LCO 1490 GGT CAA CAA ATC ATA AAG ATATTG G 52 380 [23]

UBILLURY HCO 2198 TAA ACT TCA GGG TGA CCA AAA AAT CA

gu oltA U8 RIG(tA405 F GAT CAT CCT ATG GCA 54 786 [18]

Rickettsia RiGltA1193 R | TCT TTC CAT TGC CCC

Bu ftsZ 209 ftsZF GTA TGC CGA TTG CAG AGC TTG 54 420 [24]

Wolbachia ftsZR GCC ATG AGT ATT CAC TTG GCT
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A1999 2 BUALATTIUIUTOILUAININUY LaTHAAITIINIIAALYDVDY endosymbionts 97835115 PCR T8 USNUT

dreenduwsiuinsunasesszauduneludminuasigy Ao B = v1aau K = dunsuau M = e uaz N =

uAsTEAs na = Gilianunsaszynan1sngIvaeumieds PCR 16

U 249 ¥ Wuit | S Suandafinssanuide
#9819 _ ' '
&) Wolbachia | Rickettsia

Hymenoptera | Formicidae Monomorium sp. M 20 10 -
Apidae Apis cerana K 20 - -

A. cerana N 4 - -

Anthophoridae | Ceratina sp. N 2 - -

Coleoptera Tenebrionodae | Tenebrio molitor M 20 - -
Coccinelidae Coccinella transversalis N 1 - -

Lepidoptera Papilionidae Papilio palytes M 1 na -
Graphium agamemnon M 2 na -

Pieridae Catopsilia pomona M 2 - -

Appias olferna M 1 - -

Ixias pyrene M 1 - -

Leptosia nina M 5 5 -

Nymphalidae Elymnias hypermnestra M 1 - -

Tirumala limniace M 2 - -

Junonia lemonias M 1 1 -

Ideopsis similis M 1 na -

Danaus genutia M 2 na -

Lycaenidae Zizula hylax M 3 na -

Diptera Culicidae Culex sp. B 1 na 1
Chironomidae Chironomus sp. N 3 - -

Phoridae Megaselia scalaris M 20 7 1

NNIATIINY Rickettsia Woshuluuiaingy Diptera fadndusasfiauls eswingssiany (Culex sp.)

wazuuasTundsAen (Megaselia scalaris) ¥idunguuuasiifarudrdgnisnisunnd [28, 291 §193573ndu
ansaidesluiesufifnisiiienagldidulumalunisfinudninaves Rickettsia Aadarinerveslaanlunives

FTuNs Bnviedauasisneun1SAUNY Rickettsia Tunga torix Tuganulass (Anopheles plumbeus) 310

Usewadangy [30] Ine Rickettsia TunguillailaneliiAnlsaludnifinsegndundeunfidudrdglunisiivun
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FVinerusensvesdniilulaad (5, 19, 31]
Tuns@nwdeluazdesdinudssilavseateiugues Wolbachia uag Rickettsia inuluusawiing1e 9 &

813ltinalla DNA barcoding wagiihtayadduiuavesiuailiseianiiundinsien Phylogenetic tree Liveyiagyinlyt

Whladsmnumannuaneveuuaiiiiesinends waverdldeuuuiisunuimvesuaiiiedotivetvedlaadila dawl

o

Weuaziann vugIuATEENa BCG gnisnisiaiunyseinaegedstiu



NSUTERAVINTIHAVYIR ASIN 15 WnTIne1desviguasugy

13 - 14 n3nfIAU 2566

msfinwiluasslaedilimsufawinnienduves Rickettsia wae Wolbachia Taau ualinanisAnuidndyuay
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